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3 <110> APPLICANT: Peter Christian MORRIS 

4 Yvonne STAHL 

6 <12 0> TITLE OF INVENTION: Plant Limit Dextrinase Inhibitor 
8 <130> FILE REFERENCE: 13101/49101 



c- 


-> 


10 


<140> CURRENT APPLICATION NUMBER: US/10/561,084 












c- 


-> 


11 


<141> CURRENT FILING DATE: 2005- 


12-16 




















13 


<150> PRIOR 


APPLICATION 


NUMBER: 


PCT/GB2004/002583 










w- 


-> 


14 


<151> PRIOR 


FILING DATE: 


17- 


JUN- 


2004 




















16 


<150> PRIOR 


APPLICATION 


NUMBER: 


GB 0313998.7 














w- 


- > 


17 


<151> PRIOR 


FILING DATE: 


17- 


JUN- 


2003 




















19 


<160> NUMBER OF 


SEQ 


ID NOS: 


25 
























21 


<170> SOFTWARE: 


Patent In Ver. 2 . 


1 






















23 


<210> SEQ ID NO: 


1 






























24 


<211> LENGTH: 517 






























25 


<212> TYPE: 


DNA 
































26 


<213> ORGANISM: 


Hordeum vulgare 
























2 8 


<22 0> FEATURE: 


































<221> NAME/KEY: 


CDS 






























■J u 


<222> LOCATION: 


(14) 


. . (457) 


























32 


<400> SEQUENCE: 


1 






























33 


actagtatca aca atg gca tec gac cat cgt cgc ttc gtc etc tec ggc 


49 






34 








Met Ala Ser Asp His Arg Arg Phe Val Leu Ser Gly 








35 










1 








5 










10 












37 


gee 


gtc 


ttg 


etc 


teg 


gtc 


cte 


gee 


gtc 


gee 


gee 


gcc 


acc 


etg 


gag 


age 


97 






38 


Ala 


Val 


Leu 


Leu 


Ser 


Val 


Leu 


Ala 


Val 


Ala 


Ala 


Ala 


Thr 


Leu 


Glu 


Ser 








39 






15 










20 










25 














41 


gtc 


aag 


gac 


gag 


tgc 


caa 


cca 


ggg 


gtg 


gac 


ttc 


ccg 


cat 


aac 


ccg 


tta 


145 






42 


Val 


Lys 


Asp 


Glu 


Cys 


Gin 


Pro 


Gly 


Val 


Asp 


Phe 


Pro 


His 


Asn 


Pro 


Leu 








43 




30 










35 










40 
















45 


gcc 


ace 


tgc 


cac 


ace 


tac 


gtg 


ata 


aaa 


egg 


gtc 


tgc 


ggc 


cgc 


ggt 


ece 


193 






46 


Ala 


Thr 


Cys 


His 


Thr 


Tyr 


Val 


He 


Lys 


Arg 


Val 


Cys 


Gly 


Arg 


Gly 


Pro 








47 


45 










50 










55 










60 








49 


age 


egg 


cec 


atg 


etg 


gtg 


aag 


gag 


egg 


tgc 


tgc 


egg 


gag 


etg 


geg 


gcc 


241 






50 


Ser 


Arg 


Pro 


Met 


Leu 


Val 


Lys 


Glu 


Arg 


Cys 


Cys 


Arg 


Glu 


Leu 


Ala 


Ala 








51 










65 










70 










75 










53 


gtc 


ccg 


gat 


cac 


tgc 


egg 


tgc 


gag 


geg 


etg 


cgc 


ate 


etc 


atg 


gac 


ggg 


289 






54 


Val 


Pro 


Asp 


His 


Cys 


Arg 


Cys 


Glu 


Ala 


Leu 


Arg 


He 


Leu 


Met 


Asp 


Gly 








55 








80 










85 










90 












57 


gtg 


cgc 


aeg 


ccg 


gag 


ggc 


cgc 


gtg 


gtt 


gag 


gga 


egg 


etc 


ggt 


gac 


agg 


337 






58 


Val 


Arg 


Thr 


Pro 


Glu 


Gly 


Arg 


Val 


Val 


Glu 


Gly 


Arg 


Leu 


Gly 


Asp 


Arg 








59 






95 










100 










105 














61 


cgt 


gac 


tgc 


ccg 


agg 


gag 


gag 


cag 


agg 


geg 


ttc 


gcc 


gcc 


aeg 


ett 


gtc 


385 






62 


Arg 


Asp 


Cys 


Pro 


Arg 


Glu 


Glu 


Gin 


Arg 


Ala 


Phe 


Ala 


Ala 


Thr 


Leu 


Val 
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63 110, 115 120 

65 acg gcg'gcg gag tgc aac eta teg tee gtc eag gag ceg gga gta cgc 433 

66 Thr Ala Ala Glu Cys Asn Leu Ser Ser Val Gin Glu Pro Gly Val Arg 

67 125 130 135 140 

69 ttg gtg eta etg gca gat gga tga egatcgaaat gcgecaaggt aatgaagegg 487 

70 Leu Val Leu Leu Ala Asp Gly 

71 145 

73 agtactgtat aeagaataaa agtactcgag 517 

76 <210> SEQ ID NO: 2 

77 <211> LENGTH: 147 

78 <212> TYPE: PRT 

79 <213> ORGANISM: Hordeutn vulgare 

81 <400> SEQUENCE: 2 

82 Met Ala Ser Asp His Arg Arg Phe Val Leu Ser Gly Ala Val Leu Leu 

83 1 5 10 15 

84 Ser Val Leu Ala Val Ala Ala Ala Thr Leu Glu Ser Val Lys Asp Glu 

85 20 25 30 

86 Cys Gin Pro Gly Val Asp Phe Pro His Asn Pro Leu Ala Thr Cys His 

87 35 40 45 

88 Thr Tyr Val lie Lys Arg Val Cys Gly Arg Gly Pro Ser Arg Pro Met 

89 50 55 60 

90 Leu Val Lys Glu Arg Cys Cys Arg Glu Leu Ala Ala Val Pro Asp His 

91 65 70 75 80 

92 Cys Arg Cys Glu Ala Leu Arg lie Leu Met Asp Gly Val Arg Thr Pro 

93 85 90 95 

94 Glu Gly Arg Val Val Glu Gly Arg Leu Gly Asp Arg Arg Asp Cys Pro 

95 100 105 110 

96 Arg Glu Glu Gin Arg Ala Phe Ala Ala Thr Leu Val Thr Ala Ala Glu 

97 115 . 120 125 

98 Cys Asn Leu Ser Ser Val Gin Glu Pro Gly Val Arg Leu Val Leu Leu 

99 130 135 140 

100 Ala Asp Gly 

101 145 

105 <210> SEQ ID NO: 3 

106 <211> LENGTH: 672 

107 <212> TYPE: DNA 

108 <213> ORGANISM: Hordeum vulgare 

110 <220> FEATURE: 

111 <221> NAME/KEY: CDS 

112 <222> LOCATION: (39) . . (482) 

114 <400> SEQUENCE: 3 

115 aagagattga accaaegaec aataaaetag tatcaaea atg gea tee gac eat cgt 56 

116 Met Ala Ser Asp His Arg 

117 1 5 

119 cgc tte gtc etc tec ggc gee gtc ttg etc teg gtc etc gee gtc gee 104 

120 Arg Phe Val Leu Ser Gly Ala Val Leu Leu Ser Val Leu Ala Val Ala 

121 10 15 20 

123 gee gee ace ttg gag age gtc aag gac gag tgc caa eta ggg gtg gac 152 

124 Ala Ala Thr Leu Glu Ser Val Lys Asp Glu Cys Gin Leu Gly Val Asp 
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125 






25 










30 










35 










127 


ttc 


ccg 


cat 


aac 


ccg 


tta 


acc 


ace 


tQC 


cac 


ace 


tac 


Qtg 


ata 


aaa 


egg 


200 


128 


Phe 


Pro 


His 


Asn 


Pro 


Leu 


Ala 


Thr 


Cys 


His 


Thr 


Tyr 


Val 


He 


Lys 


Arg 




129 




40 










45 










50 












132 


QtC 






cgc 


aat 
yy ^ 


ccc 


age 


ccra 


ccc 


ata 

»^y 


eta 


ata 


aaa 


aaa 


caa 


tac 


248 


133 


Val 


Cys 


Glv 

vjx 


Ara 


Glv 

vjx jr 


Pro 


Ser 


Ara 


Pro 


Met 


Leu 


Val 


Lys 


Glu 


Arq 


Cys 




X 












60 










65 










70 






tQC 








y ^y 


gcc 


ate 
y 


ccg 


crat 


cac 


tge 


caa 


tac 


aaa 


acq 

3'^3 


eta 


296 


137 


Cvs 


Ara 


Glu 


Leu 


Ala 


Ala 


Val 


Pro 


AsD 


His 


Cys 


Arq 


Cys 


Glu 


Ala 


Leu 




X o 










75 










80 










85 














atg 


gac 


yyy 


y ^y 


cgc 


acg 


ccg 


aaa 
y**y 


aac 

yy 


cgc 


ata 


att 
a ^ ^ 


aaa 

3*^3 


344 


141 


Arg 


He 


Leu 


Met 


Asp 


Gly 


Val 


Arg 


Thr 


Pro 


Glu 


Gly 


Arg 


Val 


Val 


Glu 












90 










95 










100 








144 


gga 


egg 


etc 


ggt 


gac 


agg 


cgt 


gac 


tge 


ccg 


agg 


gag 


gag 


cag 


agg 


gcg 


392 


1 4<^ 


Gly 


Arg 


Leu 


Gly 


Asp 


Arg 


Arg 


Asp 


Cys 


Pro 


Arg 


Glu 


Glu 


Gin 


Arg 


Ala 




1 4fi 






105 










110 










115 










1 4 A 


ttc 


gcc 


gcc 


acg 


ctt 


gtc 


acg 


gcg 


gcg 


gag 


tge 


aac 


eta 


teg 


tee 


gtc 


440 


1 AO 


Phe 


Ala 


Ala 


Thr 


Leu 


Val 


Thr 


Ala 


Ala 


Glu 


Cys 


Asn 


Leu 


Ser 


Ser 


Val 








120 










125 










130 












J. DZ 


cag 


gcg 


ccg 


gga 


gta 


cgc 


ttg 


gtg 


eta 


ctg 


gea 


gat 


gga 


tga 






482 




Gin 


Ala 


Pro 


Gly 


Val 


Arg 


Leu 


Val 


Leu 


Leu 


Ala 


Asp 


Gly 










1 CA 


135 










140 










145 














±D D 


cgatgcaaat gcgccaaggt aatgaagcgg agtactgtat 


acagaataaa agtactcgag 


542 


ICQ 


tgaaaacaaa ctcataaata aaccttgtga gatgtatgcg 


tatgatetat ggtgtggaca 


602 


1 fin 

X Q w 


gttaaattgt ggccgattga tgaataaaaa aggttggaac 


aaattaaatt gttgtgggtt 


662 




catatactat 




























672 


X V «i7 


<210> SEQ ID NO; 


: 4 


























Xdo 


<211> LENGTH: 147 


























XD f 


<212> TYPE: 


PRT 




























1 CO 


<213> ORGANISM: 


Hordeum 


vulgare 




















X / V 


<4bO> SEQUENCE: 


4 


























JL / X 


Met 


Ala 


Ser 


Asp 


His 


Arg 


Arg 


Phe 


Val 


Leu 


Ser 


Gly 


Ala 


Val 


Leu 


Leu 




172 


1 








5 










10 










15 






1 7"^ 
X / J 


Ser 


Val 


Leu 


Ala 


Val 


Ala 


Ala 


Ala 


Thr 


Leu 


Glu 


Ser 


Val 


Lys 


Asp 


Glu 




1 74 
X / 'x 








20 










25 










30 








1 7R 
X / 3 


Cys 


Gin 


Leu 


Gly 


Val 


Asp 


Phe 


Pro 


His 


Asn 


Pro 


Leu 


Ala 


Thr 


Cys 


His 




176 






35 










40 










45 










1 77 
X / / 


Thr 


Tyr 


Val 


He 


Lys 


Arg 


Val 


Cys 


Gly 


Arg 


Gly 


Pro 


Ser 


Arg 


Pro 


Met 




178 




50 










55 










60 












179 


Leu 


Val 


Lys 


Glu 


Arg 


Cys 


Cys 


Arg 


Glu 


Leu 


Ala 


Ala 


Val 


Pro 


Asp 


His 




180 


65 










70 










75 










80 




181 


Cys 


Arg 


Cys 


Glu 


Ala 


Leu 


Arg 


He 


Leu 


Met 


Asp 


Gly 


Val 


Arg 


Thr 


Pro 




182 










85 










90 










95 






183 


Glu 


Gly 


Arg 


Val 


Val 


Glu 


Gly 


Arg 


Leu 


Gly 


Asp 


Arg 


Arg 


Asp 


Cys 


Pro 




184 








100 










105 










110 








185 


Arg 


Glu 


Glu 


Gin 


Arg 


Ala 


Phe 


Ala 


Ala 


Thr 


Leu 


Val 


Thr 


Ala 


Ala 


Glu 




186 






115 










120 










125 










187 


Cys 


Asn 


Leu 


Ser 


Ser 


Val 


Gin 


Ala 


Pro 


Gly 


Val 


Arg 


Leu 


Val 


Leu 


Leu 




188 




130 










135 










140 
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1 ft<3 
X o ^ 


Ala Asp Gly 




























190 


145 


































<210> SEQ IE 


1 NO: 


5 


























<211> LENGTH 


[: 621 
























X 7 o 


<212> TYPE: 


DNA 


























197 


<213> ORGANISM: 


Triticum aestivum 
















1 QQ 

X 7 _7 


<220> FEATURE: 


























9 no 


<221> NAME/KEY: 


CDS 
























^ u J. 


<222> LOCATION: 


(45) 


. . (506) 






















<400> SEQUENCE: 


5 
























O OA 


gg^tgaggag gagatgcaac ttgtcaacga caaataaact 


atea atg gea tec aac 


56 


^ us 


























Met Ala Ser Asn 




9nfi 


























1 








cac 


cgt 


ege 


^ ^ n 


etc 


etc 




gge 




nt f* 




ct c* 


tea 


ate 


etc ace 


104 


9 n Q 


lilS 


Arg 


Arg 


DVio 
xrXie 


Leu 


Leu 


Ser 






V ax 




XJCLl 


Ser 


Val 


Leu Ala 
















1 n 

X u 










15 








20 






gcc 


9tg 


gee 


gee 


etg 


gag 


dy \^ 


est t 

guc 




gae 


CI Pi CI 




eag 


cea 


ocra ata 


152 




a1 =» 

Aia 


vax 


AX a • 


Ala 

AX a 


Leu 


1^1 11 

Vjf X U. 


Ser 


vax 


oxu 








Gin 


Pro 


Gly Val 




OTA 










9R 










30 










35 




O 1 c 


gcc 


•h i- r* 

U U 






3 ;a 
del v_. 


y CI 


tta 


gcc 


ace 


tgc 


cac 


ace 


tac 


gtg 


ate aaa 


200 


91 
Z X / 


AX a 


Fne 


Pro 


ISA es 


Asn 


al a 


Leu 


Ala 


Thr 


Cys 


His 


Thr 


Tyr 


Val 


lie Lys 




91 n 

Z X O 








40 










45 










50 






o o n 


egg 


gtc 


tgc 


gge 


ege 


ggt 


ecc 


age 


egg 


ccc 


atg 


ctg 


gtg 


aag 


gag egg 


248 


9 91 


Arg 


Val 


Cys 


Gly 


Arg 


Gly 


Pro 


Ser 


Arg 


Pro 


Met 


Leu 


Val 


Lys 


Glu Arg 




o o o 






55 










60 










65 








O 9 A 


tgt 


tgc 


egg 


gag 


ctg 


geg 


gtc 


gtc 


ccg 


gat 


tac 


tgc 


egg 


tgc 


gag gea 


296 


991; 


Cys 


Cys 


Arg 


Glu 


Leu 


Ala 


Val 


Val 


Pro 


Asp 


Tyr 


Cys 


Arg 


Cys 


Glu Ala 




9 9 

z z 0 




70 










75 










80 










9 9 Q 

zz 0 


ctg 


ego 


gte 


etc 


atg 


gat 


ggg 


gtg 


ege 


geg 


gag 


gag 


gge 


cac 


gtg gtg 


344 


99Q 


Leu 


Arg 


Val 


Leu 


Met 


Asp 


Gly 


Val 


Arg 


Ala 


Glu 


Glu 


Gly 


His 


Val Val 




^ .3 


85 










90 










95 








100 




9 'I 9 
ZOZ 


gag 


ggc 


ege 


ett 


ggt 


gae 


aga 


egt 


gae 


tgc 


ccg 


agg 


gag 


geg 


eag egg 


392 




Glu 


Gly 


Arg 


Leu 


Gly 


Asp 


Arg 


Arg 


Asp 


Cys 


Pro 


Arg 


Glu 


Ala 


Gin Arg 




234 










105 










110 










115 




zoo 


gag 


ttc 


gee 


gee 


aeg 


ctg 


gtc 


aeg 


geg 


geg 


gag 


tgc 


aac 


ctg 


ccg ace 


440 


9 3 7 


Glu 


Phe 


Ala 


Ala 


Thr 


Leu 


Val 


Thr 


Ala 


Ala 


Glu 


Cys 


Asn 


Leu 


Pro Thr 




^ J 0 








120 










125 










130 






9 A n 

Zfi U 


gtc 


teg 


gga 


gtc 


ggg 


agt 


aea 


ett 


ggt 


geg 


ace 


gge 


aga 


tgg 


atg aeg 


488 


241 


Val 


Ser 


Gly 


Val 


Gly 


Ser 


Thr 


Leu 


Gly 


Ala 


Thr 


Gly 


Arg 


Trp 


Met Thr 




242 






135 










140 










145 








244 


ate 


gaa 


ttg 


ccc 


aag 


taa 


tgaagcgate aagcgaagta ctctactggc 


536 


245 


He 


Glu 


Leu 


Pro 


Lys 
























246 




150 






























248 


agatggagta ctgcatgtag aataaaagta ctcaagtgaa 


aacaaataaa taaagcttgt 


596 


250 


gagctgtatg cgtatgaaaa aaaaa 


















621 


253 


<210> SEQ ID NO 


: 6 
























254 


<211> LENGTH: 153 
























255 


<212> TYPE: 


PRT 


























256 


<213> ORGANISM: 


Triticum aestivum 
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258 <400> SEQUENCE: 6 



259 


Met 


Ala 


Ser 


Asn 


His 


Arg 


Arg 


Phe 


Leu Leu 


Ser Gly Ala 


Val 


Leu Leu 


260 


1 








5 








10 






15 


261 


SeiT 


Val 


Leu 


Ala 


Ala 


Val 


Ala 


Ala 


Leu Glu 


Ser Val Glu 


Asp 


Glu Cys 


262 








20 










25 




30 




263 


Gin 


Pro 


Glv 


Val 


Ala 


Phe 


Pro 


His 


Asn Ala 


Leu Ala Thr 


Cys 


His Thr 


264 






35 










40 




45 






265 


Tyr 


Val 


He 


Lys 


Arg 


Val 


Cys 


Gly 


Arg Gly 


Pro Ser Arg 


Pro 


Met Leu 


266 




50 










55 






60 






267 


Val 


Lys 


Glu 


Arg 


Cys 


Cys 


Arg 


Glu 


Leu Ala 


Val Val Pro 


Asp 


Tyr Cys 


268 


65 










70 








75 




80 


269 


Arg 


Cys 


Glu 


Ala 


Leu 


Arg 


Val 


Leu 


Met Asp 


Gly Val Arg 


Ala 


Glu Glu 


270 










85 








90 






95 


271 


Gly 


His 


Val 


Val 


Glu 


Gly 


Arg 


Leu 


Gly Asp 


Arg Arg Asp 


Cys 


Pro Arg 


272 








ICQ 










105 




110 




273 


Glu 


Ala 


Gin 


Arg 


Glu 


Phe 


Ala 


Ala 


Thr Leu 


Val Thr Ala 


Ala 


Glu Cys 


274 






115 










120 




125 






275 


Asn 


Leu 


Pro 


Thr 


Val 


Ser 


Gly 


Val 


Gly Ser 


Thr Leu Gly 


Ala Thr Gly 


276 




130 










135 






140 






277 


Arg 


Trp 


Met 


Thr 


He 


Glu 


Leu 


Pro 


Lys 









278 145 150 

282 <210> SEQ ID NO: 7 

283 <211> LENGTH: 444 

284 <212> TYPE: DNA 

286 <213> ORGANISM: Hordeum spontaneum 

288 <220> FEATURE: 

289 <221> NAME/KEY: CDS 

290 <222> LOCATION: (1) . . (444) 
292 <400> SEQUENCE: 7 



293 


atg 


gcg 


ttc 


aag 


tae 


cag 


etc 


etc 


etc 


teg 


gcc 


gee 


gte 


atg 


etc 


gee 


48 


294 


Met 


Ala 


Phe 


Lys 


Tyr 


Gin 


Leu 


Leu 


Leu 


Ser 


Ala 


Ala 


Val 


Met 


Leu 


Ala 




295 


1 








5 










10 










15 






297 


att 


etc 


gcc 


gee 


act 


gte 


ace 


agt 


tte 


ggg 


gat 


atg 


tgt 


get 


cca 


ggg 


96 


298 


He 


Leu 


Ala 


Ala 


Thr 


Val 


Thr 


Ser 


Phe Gly 


Asp 


Met 


Cys 


Ala 


Pro Gly 




299 








20 










25 










30 








301 


gat 


gcg 


ttg 


cca 


gee 


aae 


eet 


etc 


aga 


gee 


tge 


cge 


ace 


tat 


gtg 


gtt 


144 


302 


Asp 


Ala 


Leu 


Pro 


Ala 


Asn 


Pro 


Leu 


Arg Ala 


Cys 


Arg 


Thr 


Tyr Val 


Val 




303 






35 










40 










45 










305 


agt 


caa 


ate 


tge 


eat 


gta 


gge 


eet 


aga 


eta 


tee 


ace 


tgg 


gac 


atg 


aag 


192 


307 


Ser 


Gin 


He 


Cys 


His 


Val 


Gly 


Pro 


Arg 


Leu 


Ser 


Thr 


Trp 


Asp 


Met 


Lys 




308 




50 










55 










60 












310 


agg 


egg 


tgc 


tge 


gac 


gag 


ctg 


teg 


gee 


ate 


ccg 


gcg 


tae 


tge 


aga 


tge 


240 


311 


Arg 


Arg 


Cys 


Cys 


Asp 


Glu 


Leu 


Ser 


Ala 


He 


Pro 


Ala 


Tyr 


Cys Arg 


Cys 




312 


65 










70 










75 










80 




314 


gag 


gcg 


ctg 


egt 


ate 


ate 


atg 


gat 


ggg 


aca 


gta 


act 


tgg 


cag 


ggt 


gtg 


288 


315 


Glu 


Ala 


Leu 


Arg 


He 


He 


Met 


Asp 


Gly Thr 


Val 


Thr 


Trp 


Gin Gly Val 




316 










85 










90 










95 






318 


ttc 


ggt 


gee 


tae 


ttc 


aag 


gae 


atg 


eee 


aae 


tgc 


eet 


agg 


gtg 


atg 


caa 


336 


319 


Phe 


Gly 


Ala 


Tyr 


Phe 


Lys 


Asp 


Met 


Pro 


Asn 


Cys 


Pro Arg 


Val 


Met 


Gin 
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VERIFICATION SUMMARY DATE: 01/04/2006 

PATENT APPLICATION: US/10/561,084 TIME: 09:40:53 

Input Set : A:\pto.da.txt 

Output Set: N: \CRP4\01042006\J561084 .raw 

L:10 M:270 C: Current Application Number differs, Replaced Current Application Number 

L:ll M:271 C: Current Filing Date differs. Replaced Current Filing Date 

L:14 M:256 W: Invalid Numeric Header Field, Wrong Prior FILING DATE : YYYY-MM-DD 

L:17 M:256 W: Invalid Numeric Header Field, Wrong Prior FILING DATE: YYYY-MM-DD 
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IFWP 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/561,084 



DATE: 12/30/2005 
TIME: 09:23:53 



3 <110> 
4 

6 <120> 
8 <130> 
C--> 10 <140> 
C--> 11 <141> 

13 <150> 
W--> 14 <151> 

16 <150> 
W--> 17 <151> 

19 <160> 

21 <170> 



Input Set : A:\SEQUENCE LISTING.txt 
Output Set: N:\CRF4\12302005\J561084.raw 

APPLICANT: Peter Christian MORRIS 
Yvonne STAHL 

TITLE OF INVENTION: Plant Limit Dextrinase Inhibitor 
FILE REFERENCE: 13101/49101 

CURRENT APPLICATION NUMBER: US/10/561,084 
CURRENT FILING DATE: 2005-12-16 

PRIOR APPLICATION NUMBER: PCT/GB2004/002583 
PRIOR FILING DATE: 17-JUN-2004 
PRIOR APPLICATION NUMBER: GB 0313998.7 
PRIOR FILING DATE: 17-JUN-2003 
NUMBER OF SEQ ID NOS : 25 
SOFTWARE: Patent In Ver. 2.1 



Does Not Comply 
corrected Diskette Needed 



ERRORED SEQUENCES 

789 <210> SEQ ID NO: 25 

790 <211> LENGTH: 20 

791 <212> TYPE: DNA 

792 <213> ORGANISM: Artificial Sequence 

794 <220> FEATURE: 

795 <223> OTHER INFORMATION: Description of Artificial Sequence: PCR primer 
797 <400> SEQUENCE: 25 

catgcctag ggtcacactt 2 0 

l1 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/10/561,084 



DATE: 12/30/2005 
TIME: 09:23:54 



Input Set : A:\SEQUENCE LISTING.txt 
Output Set: N:\CRF4\1230200S\J561084.raw 



L:10 M:270 C: Current Application Number differs. Replaced Current Application Number 
L:ll M:271 C: Current Filing Date differs. Replaced Current Filing Date 
L:14 M:256 W: Invalid Numeric Header Field, Wrong Prior FILING DATE: YYYY-MM-DD 
L:17 M:256 W: Invalid Numeric Header Field, Wrong Prior FILING DATE: YYYY-MM-DD 
L:811 M:254 E: No. of Bases conflict, this line has no nucleotides. 
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